Complex inheritance: the 21st century.
At least for the early years of the twenty-first century we can anticipate some of the advances to be made in mapping, positional cloning, pooling of evidence over samples for linkage and allelic association, and fully parametric methods that combine the latter with segregation analysis. This preoccupation with problems the twentieth century failed to solve is not grounds for pessimism if the new century provides solutions and applies them to problems of biological interest. We may hope that genetic epidemiology will be part of a community that addresses the needs of geneticists for international communication, a stable nomenclature, genome databases, and a consensus on ethical, legal, and social issues transcending regional prejudices.